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1 TTAAGGTAGGAAGGATTTCAGGCTCTATTTACATAATTGTTCTTTCCTTTTCACACAGAA 60 

N 

61 TCCCTTTTTAGAAGTCAAGGTGACAGACACACC CAAGAG GTC CCGGAG AGACTTTGGGCT 120 

P F L E V K V T D T P HTrI S rR~Rl D F G L 
121 TGACTGCGATGAGCACTCCACGGAATCCCGGTGCTGCCGCTACCCCCTCACGGTCGATTT 180 

OCOEHSTESRCCRYPLTVOF 
181 TGAAGCCTTTGGATGGGACTGGATTATCGCACCCAAAAGATATAAGGCCAATTACTGCTC 240 

EAFGWOWl lAPKRYKANYCS 
241 AGGAGAGTGTGAATTTGTGTTTTTACAAAAATATCCGCATACTCATCTTGTGCACCAAGC 300 

GECEFVFLQKYPHTHLVHQA 
301 AAACCCCAGAGGCTCAGCAGGCCCTTGCTGCACTCCGACAAAAATGTCTCCCATTAATAT 360 

NPRGSAGPCCTPTKMSPINM 
361 GCTATATTTTAATGGCAAAGAACAAATAATATATGGGAAAATTCCAGCCATG6TAGTAGA 420 

LYFNGKEQIIYGKIPAMVVD 
421 CCGCTGTGGGTGCTCATGAGCTTTGCATTAGGTTAGAAACTTCCCAAGTCATGGAAGGTC 480 

R C G C S ♦ 

481 TTCCCCTCAATTTCGAAACTGTGAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAGC 540 
541 GGCCGCCACC 550 



FIG. 2A 



1 CAAAAAGATCCAGAAGGGATTTTGGTCTTGACTGTGATGAGCACTCAACAGAATCACGAT 6(j 

fiTRl S KH DFGLOCOEHSTESRC 
61 GCTGTCGTTACCCTCTAACTGTGGATTTTGAAGCTTTTGGATGGGATTGGATTATCGCTC 120 

CRYPLTVOFEAFGWOWIIAP 
121 CTAAAAGATATAAGGCCAATTACTGCTCTGGAGAGTGTGAATTTGTATTTTTACAAAAAT 180 

KRYKANYCSGECEFVFLQKY 
181 ATCCTCATACTCATCTGGTACACCAAGCAAACCCCAGAGGTTCAGCAGGCCCTTGCTGTA 240 

PHTHLVHQANPRGSAGPCCT 
241 CTCCCACAAAGATGTCTCCAATTAATATGCTATATTTTAATGGCAAAGAACAAATAATAT 300 

PTKMSPINMLYFNGKEQllY 

301 ATGGGAAAATTCCAGCGATGGTAGTA 326 
G K I P A M V V 



FIG. 2B 
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zebrafish.nucleotide 
[Stcand] 

A-K^ATrrrA cacaggtttt aatttctcta agtgtattaa ttgcao^stgg tccagtgggt tatggagata 

MHFT QVL ISL SVbl ACG PVG YGD 
TAACGGCGCA CCAGCAGCCT TCCACAGCCA CGGAGGAAAG CGAGCTGTGT TCCACATGTG AGO^^GACA 
ITAH QQP STAT EES EU.C STCE FRQ 
ACACAGCAAG CTGATGAGAC O^^CATCCCAT CAAGTCCCAA ATTC^GCA AACTCCGACT CAAGCAGGCT 
HSK LMRL HAI KSQ ILSK LRI. KQA 
211 dcAAACATCA GCCGGGACGT GGTCAAGCAG CTGTTACCCA AAGCACCGCC ^CAACAA CTTCTGGATC 

KAPPLQQLLD 



421 
491 
561 



AGTACGATGT TTTAGGAGAT GACAGTAAGG ATGGAGCTCT GGAAGAGGAC GATGAACA-K3 CCACCACAGA 
LGD DSKD GAV EED DEHA TTE 
LJcK-LZ ACCATGGCCA CAGAACCTGA CCCCATTGTT CAAGTAGATC GGAAACCGAA GTGTTGCTTT 

TIM THAT EPD PIV QVDR KPK C CF 
TTCTCCTTCA GTCCGAAGAT CCAAGCGAAC CGGATCX3TAA GAGCGCAGCT CTGGGTTCAT CTGAGACOGG 

FSFS PKI QAN RIVR AQL WVH ^ ^ ^ 
CGGAGGAGGC GACCACCGTC TTCTTACAGA TATCTCGGCT GATGCCCGTT AAGGACGGAG GAAGACACCG 

pLQI SRL MPV KDGG RHK 

LvTAC^TCC cZ^Zo aLLacxsc aggagtcacg tcttggcaga gtatagacgt aaagcaggtg 

IRS LKID VNA GVT SWQS IDV KQV 
631 CTCACGGTGT GGTTAAAACA ACCGGAGACC AACCGAGGCA TCGAGATTAA CGCATATGAC GCGAAGGGAA 

LTVW LKQ PET NRGI EIN AYD AKG 
701 ACGAC^ cgtcactk:a ACCGAGACTG GGGAGGATGG ACTGCTCCCC TTTATGGAGG TGAAAATATC 
NDLA VTS TETG EDG LLP FMEV KIS 
771 AGAGGGCCCA AAACGAA^ GGAGGGACTC CGGACTGGAC TGCGATGAGA ATO^CTCAGA GTCTCGC^ 

EGP KRIR RDS GbD CDEN SSE SRC 
841 TGCAGGTACC CO^C.^ GGACTTCGAG GACTTTGGCT <^CTGOAT T 

CRYP LTV DFE DFGW DWI lAP KRY 
911 AGGCGAATTA CTGTTCAGGA GAATGCGACT ACATGTACCT GCAGAAGTAT CCC™ 

KANY CSG ECDY MYL QKY PHT-H L V N 
9S1 CAAGGCCAGT CXX^GAGGAA CGGCTGGGCO CTGCTGCACT 

KAS PRGT AGP CCT PTKM SPI 
1051 TACTTTAACG GCAAAGAGCA GATCATCTAC GGCAAGATCC CTTCGATGGT ^GTAGACCGC TGTGGCTGCT 
YFN G KEQ IIY GKIP SMV VDR CGC 



1121 CATGA 
S 



FIG. 2E 



salrton GDB'-Q .nucleotidel 
[StarancL] 



71 

141 

211 

281 

351 

421 



nw„»»nwr«T-r rCACTCGAAG GGAAATGATC TGGCCGTTAC 
GGCAGCCGGA GACGAATTGG GGGATCGAGA TTAATGCGTT CGACTCGAAV, a V T 

QPE TNW GIEI NAF DSK GNDL AVT 
C^AGCAGAA GCGGGAGAAG GAeiXX:AACC CrTTCATCGAG G^ACGArTT CAGAGGGCCC ^^AAGCGCI^C 

SAE AGEG LQP FME VTI S EGP KRS 
AGGAGAGACT CGGGCCTGGA CTGTGACGAG AACTCCCCCG AGTCCCGCTG TTCCCGCTAC CCCCTCACGG 

RRDS GLD CDE NSPE SRC CRY 
TAGACTTTGA AGACTT^ TGGGACTGGA TTATTGCCCC CAAGCGCTAC AAGGCCAACT ACTGCTCTGG 
VDFE DFG WDWI lAP KRY KANY CSG 
TCAGTGTGAG TACATGCACC TGCAGAAGTA CCCCCACACC CACCTGGTGA ACAAGGCTAA CCCTCGCGGC 

ECE YMHI. QKY PHT HI.VN KAN 
ACCGCAGGGC CCTGCTGCAC CCCCACCAAG ATGTCCCCCA TCAACATGCT CTACTTCAAC CGCAAAGAGC 

TAGP CCT PTK MSPI NML YFN RKE 
AGATCATCTA CGGCAAGATC CCCTCCATGG TGGTGGACCG TTGCGGATGCrTCGTGA 
QIIY GKI PSMV VDR CGC S. 
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salitcn C3DF8 .riucleotic3e2 
[Strand] 

1 GGTTACCTCA ACTGAAGCCG GAGAAGGACT GCAACCCTTC ATGGAGGTGA AGATTTCGGA GGGCCCGAAG 

VTS TEAG EGL QPF MEVK ISE GPK 
71 CGCTCCAGGA GAGATTCGGG CCTGGACTGT GATGAGAACT CCCCCGAGTC CCGCTGCTGC CGGTACCCCC 

RSRR DSG LDC DENS PE S RCC RYP 
141 TCACGGTGGA CTTTGAAGAC TTTGGCTGGG ACTGGATTAT TGCCCCCAAG CGCTACAAGG CCAACTACTG 
LTVD FED FGWD WII APK RYKA NYC 
211 CTCTGGTGAG TCCGAGTACA TGCACCTGCA GAAGTACCCC CACACCCACC TGGTGAACAA GGCTAACCCT 

SGE CEYM HLQ KYP HTHL VNK ANP 
281 CGCGGCACCG CGGGGCCCTG CTGCACCCCC ACCAAGATGT CCCCCATCAA CATGCTCTAC TTCAACCGCA 

RGTA GPC CTP TKMS PIN MLY FNR 
351 AAGAGCAGAT CATCTACGGC AAGATCCCCT CCATGGTGGT GGACCGCTGC GGCTGCTCGT GA 
KEQI lYG KIPS MVV DRC GCS. 
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SRROFGLDCOEHSTESf 
RPRROAEPVLGGGPGGi 
REKRQAKHKQRKRLKS! 



:RYPLTV0F-EAFGW0-W1 lAPKRYKANVtSGECIFVFLQKYP 

LYVSF-REVGWHRWVIAPRGFLAN\f:QGOC/U.PVALSGSGGPP 
(RHPLYVDF-SOVGVyNOWlVAPPGYHAFYC -GEC^'FPLADHLNS— 
KRSPKHHSQRARKKNKf^:i^RHSLYVDF-SOVGWNOWIVAPPGYQAFYCHGDCPFP 
SRGSGSSOYI€SELKTAC<KHELYVSF-<X)LGWQOWIIAPKGYAA^^/C[)GECSFPLN^ 
LRMANVAENSSSOQRQAd<Kl€LYVSFH«LGVraiIAPEGYMYYCEGECAFPLNSYMNA— 
SRMSSVGOYNTSE(KQAC<KHELYVSF-ROLGWQOWIlAP£GYAAFYCDGECSFPLN^^ 
EQTLKKARRKWIEPRh CARRYLKVOF-AOICWSEWI ISPKSFOAYYCSGACQFPMPKSLKPS- 

GPGRAQRSAGATAADGP:ALRELSV0L RAERSVLIPETYQAf«^CQGVC3VIPQS0RNPRY- 

ALRLLQRPPEEPAAHAN:™LNlSF^)ELGV£RWlVYPPSFIFmCrCGC3LHlPPNLSLPV^ 

HRRRRRGLEC0GKY411C3(KQFFYSFH<0IGMIIAPSGYHANYC:GEC^SH1AG 

HR1RKRGLEC0GRT-4<LC:R(X3FFI0F-RLIGVM)W11APTGYYGNYCEGSCPAYLAGVPGSAS- 

HRRALOTNYCFSSTEKKC^mYIOFRKDLGWKHWIHEPKGYHANFCLGPC^YIWSLO 

KKRALOAAYCFRNVQD^ C XRPLYIDFKROLGWK-WIHEPKGYNANF C AGAC ^YLWSSO 



KKRALDTNYCFRNLEEh Z DVRPLY1DFR(»LGWK-VM€PKGYYANF^F§^YLRSAD 



GOF-fi 

GOF-1 
B!^-2 

Vgr-1 

OP-1 

B»^-5 

BMP-3 
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Inhibin/iB 
TGF- pi 
TGF- /?2 
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-HTHLVHQANPRG- 



-SAGPX 



-PTKMSPINMLYF-NGKEQI I YGKIPAMWDI 




ALNHAVLRALMHA-AAPGAADLPXV-fARLSPlSVLFF-ONSONWLRQYEDMWOI 
-TNHAIVQTLVNS---VNSKIPKAX7--PTELSA1SMLYL^)ENEICVVLKNY(TOVE( 
-TI^IVQTLVNS--VNSS1PKAX7--PTELSAISMLYL-0EY0KVVLKNY(£MVYEG|^ 
-TIWAlVQTLm-WEYVPKPX A-PTKLNAISVLYF-OONSNVILKKYRtlMR^ i 
-TimimW-INPETVPKP X A-H'TaNAlSVLYF-OOSSNVI LKKYRhl^ 
-TNHAimVHL-4iFPDHVPKPXA-PTKLNAISVLYF-00SSNVILKKY^^ H 
--NHATIQSlVRA-VGmiPEPX/--PEKMSSLSILFF-OENKNmKVYPNMTVES:^ 
-<5NHmLLKMQA--RGAALARPPX\/--PTAYAGKLLISLSEER--ISAHHVPhMVATEC.CR 

-PGAPPTPAQPYS LLPGAQPXAALPGTMRPLHVRTTSOGGYSFKYETVPNLLTOe :AC I 

-SFHSTVINHYRMRGHSPFANLKSX/-PTKLRPMSMLYY-O0GQNI 1KK01(X^1VEE:3CS 
-SFHTAWNQYRW?GLNPGT-VNS X 1-PTKLSTMSMLYF-OOEYNl VKROVPtWl VEEC A 
-TQYSKVLALYNQ-HNPGASAAPX\/--PQALEPLPim-VGRKPKV-£QLSNMlVRSC^CS 
-TQHSRYLSLYNT--lNPEASASPX7--SQ0LEPLTlLYY-lGKTPKl-€aSNMlVKS:^CS 
-TTHSTYLGLYNT--LNPEASASfra--PQOLEPLTlLYY-VGRTPKV-EQLSf*^ 
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358 
356 
139 

118 ^ 

Decoration -Decoration #1': Shade (with solid black) residues that 
match the Consensus exactly. 
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1 GTCTCTCGGACGGTACATGCACTAATATTTCACTTGGCATTACTCAAAAGCAAAAAGAAG 60 
61 AAATAAGAACAAGGGAAAAAAAAAGATTGTGCTGATTTTTAAAATGATGCAAAAACTGCA 120 

M M Q K L Q 

121 AATGTATGTTTATATTTACCTGTTCATGCTGATTGCTGCTGGCCCAGTGGATCTAAATGA 180 

MYVYIYLFMLIAAGPVOLNE 
181 GGGCAGTGAGAGAGAAGAAAATGTGGAAAAAGAGGGGCTGTGTAATGCATGTGCGTGGAG 240 

GSEREENVEKEGLCNACAWR 
241 ACAAAACACGAGGTACTCCAGAATAGAAGCCATAAAAATTCAAATCCTCAGTAAGCTGCG 300 

QNTRYSRIEAIKIQ ILSKLR 
301 CCTGGAAACAGCTCC TAACATC AGCAAAGATGCTATAAGACAACTTCTGCCAAGAGCGCC 360 

L E T A P [nVTF^ KDAIRQLLPRAP 
361 TCCACTCCGGGAACTGATCGATCAGTACGACGTCCAGAGGGATGACAGCAGTGATGGCTC 420 

PLRELIOQYOVQROOSSOGS 
421 TTTGGAAGATGACGATTATCACGCTACCACGGAAACAATCATTACCATGCCTACAGAGTC 480 

LEODDYHATTETIITMPTES 
481 TGACTTTCTAATGCAAGCGGATGGCAAGCCCAAATGTTGCTTTTTTAAATTTAGCTCTAA 540 

OFLMQAOGKPKCCFFKFSSK 
541 AATACAGTACAACAAAGTAGTAAAAGCCCAACTGTGGATATATCTCAGACCCGTCAAGAC 600 

IQYNKVVKAQLWIYLRPVKT 
601 TCCTACAACAGTGTTTGTGCAAATCCTGAGACTCATCAAACCCATGAAAGACGGTACAAG 660 

PTTVFVQILRLIKPMKOGTR 
661 GTATACTGGAATCCGATCTCTGAAACTTGACATGAGCCCAGGCACTGGTATTTGGCAGAG 720 

YTGIRSLKLDMSPGTGIWQS 
721 . TATTGATGTGAAGACAGTGTTGCAAAATTGGCTCAAACAGCCTGAATCCAACTTAGGCAT 780 

IDVKTVLQNWLKQPESNLGl 
781 TGAAATCAAAGCTTTGGATGAGAATGGCCATGATCTTGCTGTAACCTTCCCAGGACCAGG 840 

E IKALOENGHOLAVTFPGPG 
841 AGAAGATGGGCTGAATCCCTTTTTAGAAGT(MX;TGACAGACACACCCAAGma^ 900 

EOGLNPFLEVKVTOTPK IR S R 
901 GAGAGACTTTGGGCTTGACTGCGATGAGCACTCCACGGAATCCCGGTGCTGCCGCTACCC 960 

"go FGLOCOEHSTESRCCRYP 
961 CCTCACGGTCGATTTTGAAGCCTTTGGATGGGACTGGATTATCGCACCCAAAAGATATAA 1020 

LTVOFEAFGWDWllAPKRYK 
1021 GGCCAATTACTGCTCAGGAGAGTGTGAATTTGTGTTTTTACAAAAATATCCGCATACTCA 1080 

ANYCSGECEFVFLQKYPHTH 
1081 TCTTGTGCACCAAGCAAACCCCAGAGGCTCAGCAGGCCCTTGCTGCACTCCGACAAAAAT 1140 

LVHQANPRGSAGPCCTPTKM 
1141 GTCTCCCATTAATATGCTATATTTTAATGGCAAAGAACAAATAATATATGGGAAAATTCC 1200 

SPINMLYFNGKEQIIYGKIP 
1201 AGCCATGGTAGTAGACCGCTGTGGGTGCTCATGAGCTTTGCATTAGGTTAGAAACTTCCC 1260 
AMVVORCGCS* 
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1261 AAGTCATGGAAGGTCTTCCCCTCAATTTCGAAACTGTGAATTCAAGCACCACAGGCTGTA 1320 

1321 GGCCTTGAGTATGCTCTAGTAACGTAAGCACAAGCTACAGTGTATGAACTAAAAGAGAGA 1380 

1381 ATAGATGCAATGGTTGGCATTCAACCACCAAAATAAACCATACTATAGGATGTTGTATGA 1440 

1441 TTTCCAGAGTTTTTGAAATAGATGGAGATCAAATTACATTTATGTCCATATATGTATATT 1500 

1501 ACAACTACAATCTAGG(MX5AAGTGAGAGCACATCTTGTGGTCTGCTGAGTTAGGAGGG 1560 

1561 TATGATTAAAAGGTAAAGTCTTATTTCCTAACAGTTTCACTTAATATTTACAQAAGAATC 1620 

1621 TATATGTAGCCTTTGTAAAGTGTAGGATTGTTATCATTTAAAAACATCATGTACACTTAT 1680 

1681 ATTTGTATTGTATACTTGGTAAGATAAAATTCCACAAAGTAGGAATGGGGCCTCACATAC 1740 

1741 ACATTGCCATT(X:TATTATAATTGGACAATCCACCA(XXJTGCTAATGCAGTGCTGAATGG 1800 

1801 CTCCTACTGGACCTCTCGATAGAACACTCTACAAAGTACGAGTCTCTCTCTOCCTTCCAG 1860 

1861 GTGCATCTCCACACACACAGCACTAAGTGTTCAATGCATTTTCTTTAAGGAAAGAAGAAT 1920 

1921 CTTTTTTTCTAGAGGTCAACTTTCAGTCAACTCTAGCACAGCGGGAGTGACTGCTGCATC 1980 

1981 TTAAAAGGCAGCCAAACAGTATTCATTTTTTAATCTAAATTTCAAAATCACTGTCTGCCT 2040 

2041 TTATCACATGGCAATTTTGTGGTAAAATAATGGAAATGACTGGTTCTATCAATATTGTAT 2100 

2101 AAAAGACTCTGAAACAATTACATTTATATAATATGTATACAATATTGTTTTGTAAATAAG 2160 

2161 TGTCTCCTTTTATATTTACTTTGGTATATTTTTACACTAATGAAATTTCAAATCATTAAA 2220 

2221 GTACAAAGACATGTCATGTATCACAAAAAAGGTGACTGCTTCTATTTCAGAGTGAATTAG 2280 

2281 CAGATTCAATAGTGGTCTTAAAACTCTGTATGTTAAGATTAGAAGGTTATATTACAATCA 2340 

2341 ATTTATGTATTTTTTACATTATCAACTTATGGTTTCATGGTGGCTGTATCTATGAATGTG 2400. 

2401 GCTCCCAGTCAAATTTCAATGCCCCACCATTTTAAAAATTACAAGCATTACTAAACATAC 2460 

2461 CAACATGTATCTAAAGAAATACAAATATGGTATCTCAATAACAGCTACTTTTTTATTTTA 2520 
2521 TAATTTGACAATGAATACATTTCTTTTATTTACTTCAGTTTTATAAATTGGAACTTTGTT 2580 
2581 TATCAAATGTATTGTACTCATAGCTAAATGAAATTATTTCTTACATAAAAATGTGTAGAA 2640 
2641 ACTATAAATTAAAGTGTTTTCACATTTTTGAAAGGC 2676 
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1 AAGAAAAGTAAAAGGAAGAAACAAGAACAAGAAAAAAGATTATATTGATTTTAAAATCAT 60 

M 

61 GCAAAAACTGCAACTCTGTGTTTATATTTACCTGTTTATGCTGATTGTTGCTGGTCCAGT 120 

QKLQLCVYIYLFMLIVAGPV 
121 GGATCTAAATGAGAACAGTGAGCAAAAAGAAAATGTGGAAAAAGAGGGGCTGTGTAATGC 180 . 

OLNENSEQKENVEKEGLCNA 
181 ATGTACTTGGAGACAAAACACTAAATCTTCAAGAATAGAAGCCATTAAGATACAAATCCT 240 

CTWRQNTKSSRIEAIKIQIL 
241 CAGTAAACTTCGTCTGGAAACAGCTC CTAACATCAG CAAAGATGTTATAAGACAACTTTT 300 

S K L R L E T A P [ N-M/^S-I K 0 V 1 R Q L L 
301 ACCCAAAGCTCCTCCACTCCGGGAACTGATTGATCAGTATGATGTCCAGAGGGATGACAG 360 

PKAPPLRELIOQYOVQRDDS 
361 CAGCGATGGCTCTTTGGAAGATGACGATTATCACGCTACAACGGAAACAATCATTACCAT 420 

SOGSLEDDOYHATTETIITM 
421 GCCTACAGAGTCTGATTTTCTAATGCAAGTGGATGGAAAACCCAAATGTTGCTTCTTTAA 480 

PTESOFLMQVOGKPKCCFFK 
481 ATTTAGCTCTAAAATACAATACAATAAAGTAGTAAAGGCCCAACTATGGATATATTTGAG 540 

FSSKIQYNKVVKAQLWIYLR 
541 ACCCGTCGAGACTCCTACAACAGTGTTTGTGCAAATCCTGAGACTCATCAAACCTATGAA 600 

PVETPTTVFVQILRLIKPMK 
601 AGACGGTACAAGGTATACTGGAATCCGATCTCTGAAACTTGACATGAACCCAGGCACTGG 660 

OGTRYTGIRSLKLDMNPGTG 
661 TATTTGGCAGAGCATTGATGTGAAGACAGTGTTGCAAAATTGGCTCAAACAACCTGAATC 720 

IWQSIOVKTVLQNWLKQPES 
721 CAACTTAGGCATTGAAATAAAAGCTTTAGATGAGAATGGTCATGATCTTGCTGTAACCTT 780 

NLGIEIKALOENGHOLAVTF 
781 (XX:AGGACCA(XJAGAAGATGGGCTGAATCCGTTTTTAGAGGT(MX;TAACAGA^ 840 

PGPGEOGLNPFLEVKVTOTP 
841 AAA AAGATCCAGAAGG GATTTTGGTCTTGACTGTGATGAGCACTCAACAGAATCACGATG 900 

K iR S R RI D FGLOCOEHSTESRC 
901 CTGTCGTTACCCTCTAACTGTGGATTTTGAAGCTTTTGGATGGGATTGGATTATCGCTCC 960 

CRYPLTVOFEAFGWOWllAP 
961 TAAAAGATATAAGGCCAATTACTGCTCTGGAGAGTGTGAATTTGTATTTTTACAAAAATA 1020 

KRYKANYCSGECEFYFLQKY 
1021 TCCTCATACTCATCTGGTACACCAAGCAAACCCCAGAGGTTCAGCAGGCCCTTGCTGTAC 1080 

PHTHLVHQANPRGSAGPCCT 
1081 TCCCACAAAGATGTCTCCAATTAATATGCTATATTTTAATGGCAAAGAACAAATAATATA 1140 

PTKMS-PINMLYFNGKEQIIY 
1141 TGGGAAAATTCCAGCGATGGTAGTAGACCGCTGTGGGTGCTCATGAGATTTATATTAAGC 1200 

GKIPAMVVORCGCS* 
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1201 GTTCATMCTTCCTAAAACATGGAAGGTTTTCCCCTCAACAATTTTGAAGCTGTGAAATT 1260 

1261 AAGTACCACAGGCTATAGGCCTAGAGTATGCTACAGTCACTTAAGCATAAGCTACAGTAT 1320 

1321 GTAAACTAAAAGGGGGAATATATGCAATGGTTGGCATTTAACCATCCAAACAAATCATAC 1380 

1381 AAGAAAGTTTTATGATTTCCAGAGTTTTTGAGCTAGAAGGAGATCAAATTACATTTATGT 1440 

1441 TCCTATATATTACAACATCGGCGAGGAAATGAAAGCGATTCTCCTTGAGTTCTGATGAAT 1500 

1501 TAAAGGAGTATGCTTTAAAGTCTATTTCTTTAAAGTTTTGTTTAATATTTACAGAAAAAT 1560 

1561 CCACATACAGTATTGGTAAAATGCAGGATTGTTATATACCATCATTCGAATCATCCnAA 1620 

1621 ACACTTGAATTTATATTGTATGGTAGTATACTTGGTAAGATAAAATTCCACAAAAATAGG 1680 

1681 GATGGTGCAGCATATGCAATTTCCATTCCTATTATAATTGACACAGTACATTAACAATCC 1740 

1741 ATGCCAACGGTGCTAATACGATAGGCTGAATGTCTGAGGCTACCAGGTTTATCACATAAA 1800 

1801 AAACATTCAGTAAAATAGTAAGTTTCTCTTTTCTTCAGGTGCATTTTCCTACACCTCCAA 1860 

1861 ATGAGGAATGGATTTTCTTTAATGTAAGAAGAATCATTTTTCTAGAGGTTGGCTTTCAAT 1920 

1921 TCTGTAGCATACTTGGAGAAACTGCATTATCTTAAAAGGCAGTCAAATGGTGTTTGTTTT 1980 

1981 TATCAAAATGTCAAAATAACATACTTGGAGAAGTATGTAATTTTGTCTTTGGAAAATTAC 2040 

2041 AACACTGCCTTTGCAACACTGCAGTTTTTATGGTAAAATAATAGAAATGATCGACTCTAT 2100 

2101 CAATATTGTATAAAAAGACTGAAACAATGCATTTATATAATATGTATACAATATTGTTTT 2160 

2161 GTAAATAAGTGTCTCCTTTTTTATTTACTTTGGTATATTTTTACACTAAGGACATTTCAA 2220 

2221 ATTAAGTACTAAGGCACAAAGACATGTCATGCATCACAGAAAAGCAACTACTTAtATTTC 2280 

2281 AGAGCAAATTAGCAGATTAAATAGTGGTCTTAAAACTCCATATGTTAATGATTAGATGGT 2340 

2341 TATATTACAATCATTTTATATTTTTTTACATGATTAACATTCACTTATGGATTCATGATG 2400 

2401 GCTGTATAAAGTGAATTTGAAATTTCAATGGTTTACTGTCATTGTGTTTAAATCTCAACG 2460 

2461 TTCCATTATTTTAATACTTGCAAAAACATTACTAAGTATACCAAAATAATTGACTCTATT 2520 

2521 ATCTGAAATGAAGAATAAACTGATGCTATCTCAACAATAACTGTTACTTTTATTTTATAA 2580 

2581 TTTGATAATGAATATATTTCTGCATTTATTTACTTCTGTTTTGTAAATTGGGATTTTGTT 2640 
2641 ■ AATCAAATTTATTGTACTATGACTAAATGAAATTATTTCTTACATCTAATTTGTAGAAAC 2700 
2701 AGTATAAGTTATATTAAAGTGTTTTCACATTTTTTTGAAAGAC- 2743 
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1 IMKL(WYIYLFMLlAAGPVDLr£GSEREENVEKEGLCNACAWRQNTR 50 

\ mqklqlcvyIylfmlivagpv^ 49 

51 YSRIEAIKIQILSKLRLETAPNISKDAIRQLLPRAPPLRELIDQYOVQRD 100 

50 SSRIEAlKlcilLSKLRLn 99 

101 OSSOGSLEOOOYHATTETIITMPTESOFLMQAOGKPKCCFFKFSSKIQYN 150 

iilllillllllllllllllllllliiliil iiiiiiiiiiiiiiiiir 

100 OSSDGSLEOODYHATTETHTW'TESOFLMQVDGKPKCCFFKFSSKIQYN 149 

151 KVVKAaWIYLRPWTPTTVFVQILRLlKPimTRYTGIRSLKLO^ 200 

150 KWKAQLWIYLRpUpn 199 

201 TGIWQSIDVKTVLQNWLKQPESNLGIEIKALDENGHOLAVTFPGPGEDGL 250 

200 iGliosloVKwlm 249 

251 NPFLEVKYTDTPKRSRRDFGLOCOEHSTESRCCRYPLTVOFEAFGWWII 300 

250 ipFLEVmOTPK^^ 299 

301 APKRYKA^^rCSGECEFVFLQKYPHTHLVHQANPRGSAGPCCTPTKMSPlN 350 

iiiiiiiiiiiiiiiiiiiiiiiiiiuuiiiiiiiiiiiiiiuim 

300 ■ APKRYKANYCSGE(£FWL(KYPHTHLVHQANPRGSAGPCCTPTKMSPIN 349 
351 MLYFNGKEQIIYGKIPAMWORCGCS 376 
350 MLYFNGKEQIIYGKIPAMWORCGCS 375 
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